Since my post-graduate research I have been interested in signaling pathways that control cell growth, differentiation and survival in mammalian cells. I have focused my research on small GTPases and protein kinases involved in cellular differentiation, proliferation, and cell death, to understand the molecular mechanisms of signaling cascades in their role to control normal and pathological cell functions. Afterwards, in collaboration with prof. R. Mantovani I have started to dissect molecular mechanisms of gene expression regulation with a biochemical and structural approach, by studying Trascription Factors interactions involved in cellular proliferation and oncogenesis. My work is focused on characterizing the properties of the histone-like TF NF-Y, its modifications, and its association with other TFs binding nearby promoter elements, with the aim of understanding promoter organization during transcriptional regulation. Recently, I have extended my research to study the interactions of NF-Y complexes in transcriptional regulation in plants, both with respect to its DNA binding and recognition properties, and to new sequence specific TF partners which associate the histone-like subunits of NF-Y to regulate the time of flowering.
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